BIOTECHNOLOGY jd'l ^^.^u^ 
SYSTEMS ffl~si 
BRANCH , ^ 



RAW SEQUENCE LISTING 
ERROR REPORT 




riie Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
forn;: 

Application Serial Number; / o/ ^ l\ o^ ^ h^/ /j 

Source X ft^<^" -- 

•Ocile Processed by^STlC: ///I 0% 

THE ATTACHED PRIN'TOliT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLliDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308^221 
infective 12/13/03 : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE TI IE CHECKER 
VERSlQiN4,l PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE SEE BELOW FOR ADDRESS: 

htti)://www>usnto.govAveb/ofrices/i)ac/cIiecker/chkr41notc,htm 



Applicants snbinilling gcnclic sequence niformalion electronically on diskette or CD-Rom should be nwarc thul there 

n possibiiKv tlmt the disk/CD-Roin may have been afTcctcd by treatment given to all incoming mail 

Please consider using allernate nietliods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

An y reply including a sequence listinj^ in electronic form should NOT be sent to the 2023 \ /ip code address fo r the 

Ujiited Stales Patent and Trademark Office, and instead slmn l d be sent via the foll o wing to the indicated addresses: 

1 LFS-Bio (<httD:/Avww.usDto.gov/ebc/efs/downIoads/documents.htm> , EFS Submission 

User iVlnnnal -ePAVE) 

2 U.S. Postal Sen ice: Commissioner for Patents, P.O. Box 145(1 Alexandria, VA 22313-1450 

3 Hand Cany directly to (EFFECTIVE 12/01/03); 

U.S. Patent and Trademark Ofllcc, Box Sequence, Customer Window, Lobby. Room 1803, Crystal Plaz.) Two, 
20 1 1 South Clark Place, Arlington, VA 22202 

4 Federal Express, United Parcel Service, ou other delivery senice to: U.S. Patent and Trademark OfTice, 
Box Sequence, Rooni 4B03-Mailrooni, Cn'sUiI Plaza Two, 201 1 South Clark Pbce, Arlington, VA 22202 



Revised 10/08/03 



Raw Sequence Listing Error Summary 



SEUIAirNU^nER: / ^ j (ojL i7.^ f f\ 



KKKOU DKTKCTE!) 



SUGGESTED CORRECTION 



^^ITN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS. WHICH WERE INSERTED IJV PTO SOf-TWARE 

1 Wrapped Nuclcics The numyti/tcxl at ihc end of each line "wrappcd'*'do\vn to the next line* I^KTs may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating if.' P4<^asc adjust your right margin to .3; this will 
prevent "wrapping." 

2 Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 

3 Misaligned Amino The numbering under each 5* m\\\\o acid is misaligned. Do not use tab codes between numbers; 

Numbering use space characters, instead. 



^The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
'ensure your subsequent submission is saved in ASCII text. 

^qucnce(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> %QQX\on that some may be missing. 

A "bug" in Patcnlln version 2.0 has caused the <220>-<223> scciion to be missmg from amino acid 

scquences(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Skipped :Scqucnccs ScquenccCcj xx\\ss\n%. If intentional, please insert the following lines for each sl^ippcd sequence: 

'(OLD RULES) (2) r.xTORMATION FOR SEQ ID NO:X: (ir.scrt SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIP TION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 



. 4-^5 Non- ASCII 



5 Variable Length 



Patentln 2.0 
"bug" 



Please also adjust the "(ii) NUMBER OF SEQUENCflS:*' response to include the skipped sequences. 

xx\\si\K\%. If intentional, please \x\%m the following lines for each skipped sequence. 



Skipped Sequences St<\\icnc<i{'s>) 

(NEW RULES) <2 1 0> sequence id number 

<400> scqiienctf id number 

000 



Use of n's or Xaa*s 
"(NEW RULES) 



Use of n's and/or Xaa*s have been detected in the Sequence Listing. , • • 

Per L823 of Sequence Rules, use of <220>-^223> is MANDATORY if n's or Xaa's arc present. 

In <220> to <223> section, please explain location of n or Xaa. and which re^ue n or Xaa reprcsentji^. 



10 Invalid <213> Per 1.823 of Sequence Rules, ihf only valid <213> responses arc: Unknown, Artificial Sequence, or 

Response scientific name (Genus/species). <220>-<223> section is required when <21 3> response is Unknown or 

is Artificial Sequence 



II 



12 



13 



Uscof<220> 




Patentln 2.0 
"bug" 



q ue nr r ti) misninp tht <220> "f e oture" and aggori-rtrd pumpri^ , idr n tifiers and responses. 

Use of <220> to <223> is MANDATORY if <213> "Organism" responsris "Artificial Sequence" or 
Unknow n." Please explain source of genetic materia! in <220> to <223> section 
gee "Federal Register;' OQn)l/l9 98, Vol. 63. No. 104. pp. 2963 J 02) ~ 



(Sec. 1.823 of Sequence Rules) 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



. Misuse of n/Xaa "n" can only represent a single nucleotide ; "Xaa" can only represent a single amino acid 



AMC - Biotechnology Systems Branch - 09/09/2003 
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II 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/616 , 241A 



DATt:: 11/26/2003 
TIME: 10:42:25 



3 
4 
5 
7 

10 
12 
12 

12 
14 
16 
17 
18 

3 9 
21 
22 
24 
26 
27 
31 
32 
33 
34 
36 
37 
39 
41 
42 

4 b 
46 
47 
48 
bO 
b1 
53 
55 
5j6 
58 
59 
62 
63 
64 
65 



Input. Sot : A:\ISIC0009-100.txt 

Output Set: N:\CRF4\11262003\J616241A.raw 

<ilO> APPLICANT: Manohnran, Muthiah 
Griffey, Richard H. 
Baker, Brenda 

<120> TITLL OF INVFNTION: Conjugated Oligomer.! c Compounds and Their Use in Geno 

Modulat i on 
<130> FILE REFERENCE: T ST C-000 9- 1 00 
<140> CURRENT APPLICATION NUMBER: US/10/616 , 241A 
<141> CURRENT FILING DATE: 2003-07*09 
<160> NUMBER OF SEQ ID NOS : 26 
<]70> SOFTWARE: Patentin version 3.2 
<210> SEQ ID NO: 1 
<21]> LENGTH: 16 
<212> TYPE: PRT 
<213> ORGANTS 
<220> FEATURE 
<223> OTHER INFORMATION 
<4 00> SEQUENCE: 1 

Arg G.ln lie Lys 1.1 o Trp Phe Gin Asn Arg Arg Met Lys Trp Ly 
1 5 10 15 

<210> SEQ ID NO: 2 
<211> LENGTH: 13 
<212> TYPE: PRT 

<213> 0RGAN1Sm(^' Art.i ticial Sequence 
<220> FEATURE 




ir^Art.i tic J. 




^ 5'^n^':N^ Comply 

ys y^^/'^yr^i^r^^ 



<223> OTHER INFORMATTO 
<400> SEQUENCE: 2 

Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Pro Pro Gin 
1 5 10 

<210> SEQ ID NO: 3 
<2n> LENGTH: 27 

<212> TYPE: PR^^ ^."""^ '"^^ 

<213> ORGANISM^ Artificial Sequence 
<220> FEATURE: 

<223> OTHER T N FORMAT 1 0)<1" Peptide 

<400> SEQUENCE: 3 V _ 

Gly Trp Thr Lou Asn Sor Ala Gly Tyr Lou Leu Gly Pro lie Asn 
1 5 10 lb 

Lys ALa Lou Ala Ala Leu Ala Lys Lys lie Leu 

20 25 
<210> SEQ ID NO: 4 
<2ll> LENGTH: 34 
<212> TYPE: FRT 




Leu 



<213> 0RGANT5M:( Artif jcin 




//C \CRI'4\Oulhold\VsrI61 6241 A htm 



Win 



Page 2 



RAW SEQUENCE LISTING 

PATENT APPTJCATION: US/10/616 , 241A 



DATE: 11/26/2003 
TIMF:: 10:42:25 



Input Set : A:\ISIC0009-100.txt 

Out pur Sol: N; \CRF4\11262003\J616241A. raw 

67 <220> KKATURE: 

G8 <22 3> OTHER INFORMATION: Peptide - HSV VP22 
7 0 <4 00> SEQUENCE: 4 

72 Asp Ala Ala Thr Ala Thr Arq Gly Arg Ser Ala Ala Sex Arg Pro Thr 

7 3 1 .S 10 M) 

71; Glu Arq Pro Arg Ala Pro Ala Arq Ser Ala Ser Arq Pro Arg Arq Pro 
7G 20 2b 30" 

78 Val G\\: 

81 <210> SEQ in NO: 5 

82 <211> LENGTH: 18 

8 3 <212> TYPE: PRT ^ 

HA <213> ORGAN J SM ^^^'l i^ici a JdToqueiice 

86 <220> FEATURE:^ ; 

87 <223> OTHER INFORMATION 
89 <400> SEQUENCE: b 

91 Lys Leu Ala Lou Lys Lou Ala Leu Lys A.la Leu Lys Ala Ala Leu Lyr 

92 1 5 10 U) 
94 Leu Ala 

97 <210> SEQ TD NO: 6 

98 <21 1> LENGTH: 27 

99 <212> TYPE: PRT^. ' 

100 <213> 0RGAN1S6 ^ Art i t icia r_Seci uonce 

102 <220> FEATURE: 

103 <223> OTHER I N FORMAT T 0!^:-^ep t ide 
105 <4 00> SEQUENCE: 6 

107 Gly Ala Leu Phe Leu Gly Trp Leu Gly AJ a Ala Gly Ser Thr Mel Gly 

108 15 10 15 
110 Ala Trp Ser Gin Pro Lys Lys Lys Arq Lys Val 

113 20 25 

114 <210> SEQ ID NO: 7 

lib <211> LENGTH: 16 . ^ ^ 

116 <212> TYPE: PI^"' ^---^""""^ N 

117 <213> ORGANISr( ^Arti^ icial Sequo^icsj..-^ 
119 <220> FEATURE: 




120 <223> OTHER INFORMATTO 
122 <4aO> SEQUENCE: 7 

124 Ala Ala Val Ala Lou Leu Pro Ala Val Leu Leu Ala Lou Leu Ala Pro 

125 1 5 10 15 

128 <210> SEQ ID NO: H 

129 <2n> LENGTH: 7 

130 <212> TYPE: PRT - 

131 <213> ORGANTSMlArt.i f icial Sequcncig 

133 <220> FEATURES 

134 <223> OTHER TNFORMATIO^ Teptide 
136 <4 00> SEQUENCE: 8 ^^--^ 

138 Pro Lys Lys Lys Arg Lys Val 

139 1 b 

142 <210> SEQ ID NO: 9 

143 <211> LENGTH: 4 



//r \r ^RF4\niiilin1H\V<irIfi1 6941 A htm 
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RAW SEQUENCE LISTING 

PAThlNT AFPLTCATION: US/10/616 , 241A 



UATF,: U/26/2003 
TIME: 10:42:2b 



Input Sot : A:\ISIC0009-100.txt 

Output Sel: N; \CRF4\11262003\ J616241A. raw 



147 
148 
150 
]!:2 
153 
156 
If.) 7 
\bS 
159 
]61 
162 
164 
166 
] 67 
170 

r/1 

172 
173 
]75; 
176 
178 
180 
181 
184 
185 
186 
187 
189 
190 
192 
194 
195 
198 
199 
200 
201 
203 
204 
206 
208 
209 
212 
213 
234 
215 
217 
218 




<212> TYPE: PRT 
<213> ORGANISM 
<220> FEATURE: 
<223> OTHER INFORMATION 
<400> SEQUENCE: 9 
Met L.eu Phe Tyr 
1 

<210> SEQ 10 NO: 10 
<211> LENGTH: 15 

<212> TYPE: PRT ^ "~^\0' 

<213> 0RGANISM{fO\rtif icial 5oqu_cnc>^' 
<220> FEATURE: 



11 



<223> OTHER INFORMATION: 
<400> SEQUENCE: 10 
Pro Gin Arg Arg Asn Arg 
1 5 
<210> 
<211> 
<2I2> 
<21 3> 
<220> 
<223> 



PepLido - FXR2P 

Sor Arq hrq Arg Arg Phe Arg Gly Gin 
10 15 



SEQ ID NO: 
LENGTH: 7 
TYPE: PRT ^^^^ 
ORGAN I SM<C!lArtif i c i a 1 
FEATURE : 

OTHER I N FORMAT lON/f^^p tide 



Sequence 



<400> SEQUENCE: 11 
lie Met Arg Arg Arg GLy Leu 
1 5 
<210> SEQ ID NO: 12 
<211> LENGTH: 11 

<212> TYPE: PRT^^^^ ^ 

<213> ORGANISI^<<Arti f i cial Sequence 
<220> FEATURE-" ■ 
<223> OTHER INFORMAT JO^JT Peptide 
<400> SEQUENCE: 12 
Leu Gin Leu Pro Pro Leu GJu Arg Leu Thr Leu 



1 

<210> 
<21 1> 
<212> 
<213> 
<220> 
<223> 
<400> 



10 



13 



SEQ iU NO: 
LENGTH: 11 
TYPE: PR;i>^ 

ORGAN 1 36l__Arti f i Cl a 1 S e q ucnce^ 
FEATURE: 

OTHER INFORMATIOJ^^^Peptide 
SEQUENCE: 13 
Glu Leu Ala Leu I.ys Leu Ala GJy Leu Asp lie 
1 5 3 0 

EQ ID NO: 14 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 



LENGTH: U 
TYPE: PRT 
ORGANISM 
FEATURE: 
OTHER INFORMATIO: 



tifjcial Sequence 




//r \r^R i;4\niithnlH\V^rl61A?41 A htm 
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RAW SEQUENCE LISTING DATF.: ] 1 /2 6/2003 

PATENT APPT.TCATiON: US/10/616 , 241A TIME: 10:42:25) 

Input Set : A:\lSIC0009-100.txt 

Output Set: N:\CRF4\11262003\J61624lA.raw 

220 <4 00> SEQUENCE: 14 

222 A-sp Leu Gin I.ys Lys Lou Glu G.lu T^eu Glu Leu 

223 1 5 10 

226 <210> SKQ ID NO: lb 

227 <211> LENGTH: 12 

228 <212> TYPE: PRT^^— ^ 

2/9 <213> ORGANTSM lArti f i(:idl-'1?e^ 

231 <220> FEATURE: _ ^ 

232 <223> OTHER T N FORMAT TO r(|^P<<?yn^^- 

234 <400> SEQUENCE: 15 

236 Aid Lou Pro His Ala lie Met Arg Leu Asp Lou Aid 

237 ] 5 10 
2^0 <210> SEQ TD NO: 16 

241 <211> LENGTH: 7 

242 <2]2> TYPE: PRT • ^ 

243 <213> ORGANISM: C^t J i.i ciaf^^quence J^: 
245 <220> FEATURE: ^ — 

24 6 <:223> OTHER INFORMATION :V£e^tide^ 

2^8 <4 00> SEQUENCE: 16 

2!j0 Pro Ly55 Lys Lys Arg Lys Va 1 

251 1 5 

254 <210> SEQ ID NO: 17 

255 <21 1> LENGTH: 1 3 

256 <212> TYPE: PRJ^- — 



257 <213> ORGANISE: Art.iticial 



259 <220> i'*EATURE: 

260 <223> OTHER INFORMATION(f 
262 <400> SEQUENCE: 17 

264 Ala Leu Trp Lys Thr Lou Leu Lys Lys Vai Leu Lys Ala 

265 1 5 

268 <21G> SEQ ID NO: 18 

269 <211> LENGTH: 4 

270 <212> TYPE: PRT ^* 

271 <213> ORGANISM:CArtif i< 
273 <220> FEATURE: " 





274 <223> OTHER I NF0RMAT10N(^ 
276 <400> SEQUENCE: 18 
278 Lys Asp Glu Leu 

27 9 1 

281 <210> SEQ TD NO: 19 

282 <211> LENGTH: 21 

28 3 <212> TYPE: DNA 

284 <213> ORGANISMrf Artif icial Sequence 

286 <220> FEATURE: 

287 <223> OTHER INFORMATION: oligoriucleot .i do 

289 <400> SEQUENCE: 19 

290 cgagaggcqg acqqqaccgl t 21 

293 <210> SEQ ID NO; 20 

294 <211> LENGTH: 21 



//r \rR 1.4\n,ithnlH\VQrFfi1 fi?41 A htm 
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RAW SEQUENCE LISTING 

PATENT APPIJ CATION: US/10/616 , 241A 



OATF.: 1 1/26/2003 
T.:mF.: .10:42:25 



Input Set : A:\lSIC0009-100.txt 

OutpuL Set: N:\CRF4\11262003\J616241A.raw 



295 <212> TYPt:: UNA 

296 <213> ORGANISM: Artificial Sequence 

298 <22G> FEATURR: 

299 <223> OTHFR T N FORMAT 1 ON : o 1 .i gonucl<?ot ide 

301 <4 00> 5KQ11RNCE: 20 

302 ttgctctccq cclqccctgg c 2] 
30b <210> SEQ TD NO: 21 

306 <211> LENGTH: 21 

307 <212> TYPE: DNA 

308 <213> ORGANISM: Artiticial Sequence 

310 <220> FEATURE: 

311 <223> OTHER INFORMATION: oligonucleotide - cKdf largotor 

313 <.4 00> SEQUENCE: 21 

314 auqcauquca cnggcggqaL t 21 

317 <2I0> SEQ ID NO: 22 

318 <2ri> LENGTH: 21 

319 <212> TYPE: DNA 

320 <213> ORGANISM: ArLHicidl Sequence 

322 <220> FEATURE: 

323 <223> OTHER INFORMATION; oligonucleotide - cRaf target er 

325 <4 00> SEQUENCE: 22 

326 ucccqccuqu gacaugcaut t 21 

329 <210> SEQ ID NO: 23 

330 <211> LENGTH: 18 

331 <212> TYPE: DNA 

332 <2!3> ORGANISM: Artificiol Sequence 

334 <220> FEATURE: 

335 <223> OTHER INFORMATION: antisonse oligonucleotide 

337 <400> SEQUENCE: 23 

338 tgggagccat agcgaggc 18 
341 <210> SEQ ID NO: 24 

34 2 <211> LENGTH: 20 
34 3 <212> TYPE: DNA 

344 <213> ORGANISM: Arliticial Sequence 
34 6 <220> E'EATURE: 

347 <223> OTHER JNFORMATLO^: o ] i gonucleo t ide 

349 <400> SEQUENCE: 24 

350 tccgtcatcq ctcctcaggg 20 

353 <210> SEQ ID NO: 25 

354 <211> LENGTH: 20 

355 <212> TYPE: DNA 

356 <213> ORGANISM: Artificial Soquencc 

358 <220> E'EATURE: 

359 <223> OTHER INFORMATION: oligonucleotide 

361 <400> SEQUENCE: 25 

362 gtgcgcgcga qcccgaaatc 20 

365 <210> SEQ TD NO: 26 

366 <21 1> LENGTH; 20 

367 <212> TYPE: DNA 



//C:\CRF4\Outhold\VsrI616241A.htm 
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VERIFICATION SUMMARY DATE : 11 / >^ 6 / 2 0 0 3 

PATLNT APPTJCATTON: US/10/616 , 241A TIMF: 10:42:;^6 

Input Sot : A:\lSIC0009-100.txt 

Output Set: N:\CRF4\11262003\J616241A.raw 

2 M:270 C: Curront AppJ icat ion Number diliors, Replaced Ciirrent ApplLcdtion No 
2 M:2'/l C: Curront Fi.ling Onto differs, Replaced Current rilinq Dnr.e 



//C:\CRF4\Oiithold\VsrI6 16241A.htm 



